Combined analysis of genetic segregation and linkage under an oligogenic model.
For traits with incomplete penetrance, simultaneous segregation analysis and linkage analysis may offer increased information. Since the numerical properties of the mixed model are a drawback in this more complicated analysis, a second locus is substituted for the polygenic component yielding a simpler and more tractable oligogenic model. While less realistic, the simpler model is not easily discriminated from the mixed model, particularly when used on affection data rather than quantitative traits. Calculations for combined linkage and segregation analysis are described for nuclear families with pointers to account for sampling scheme.